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<210> SEQ ID NO 16
<211> LENGTH: 612

<212> TYPE:

DNA

<213> ORGANISM: Artificial Sequence
<220> FEATURE:
<223> OTHER INFORMATION: nt sequence encoding CymR polypeptide

<400> SEQUENCE: 16

atgtctccca

geegeggete

cctggagetyg

cttttgctgg

ctggccaage

ttettectgy

ccagetttge

atgtggcettyg

tggctgatct

gaacggtttyg

ttcaagagat

aacgacggac

tgggagtgct

caggcgtaag

ctaccttega

tgaaacccga

acgacgactt

gcgagggcat

gtgttetggt

ttaactcegt

aacgtgtgeg

ga

<210> SEQ ID NO 17
<211> LENGTH: 203

<212> TYPE:

PRT

tcaagcggaa

gcgagagaaa

cagaggagcc

atggctgtac

ggatgatgtce

cagcatcagt

acagagaaca

gagcagaggce

cagagggttg

aaactcaaca

agggcaatgg

gggtatgccg

caatctcatc

gagcagatca

attcagcaga

ctcgacctea

gtcgagcegga

ctctcacggy

gcagtgaggt

ctcgagattyg

<213> ORGANISM: Artificial Sequence
<220> FEATURE:
<223> OTHER INFORMATION: CymR polypeptide

<400> SEQUENCE: 17

Met Ser Pro

1

Lys Arg Arg Thr Gln

Gly Lys Leu Ile Ala Ala Ala Leu

Ala Gly Phe

35

Arg Ile Ala Asp Val

40

Gly Ala Gln Ser His His Phe Pro

50

Thr Phe Glu

65

Leu Ala Lys

Asp Ala Ala

55

Trp Leu Tyr Glu Gln

70

Leu Lys Pro Glu Asp

85

Glu Phe Phe Leu Asp

100

Leu

Arg

145

Trp

Gln

Ile

Thr

130

Leu

Leu

Lys

Val

115

Val

Val

Ile

Asp

Ala

Glu

Ser

Phe

Lys

Ala

Arg

Arg

Asn

165

Glu

Asp

Asn

Gly

150

Ser

Arg

Arg

Arg

135

Leu

Val

Phe

Asp

120

Phe

Ser

Arg

Glu

Ala

Gly

Pro

Thr

Ile

Asp

Asp

105

Pro

Val

Arg

Gly

Arg

Glu

10

Val

Gly

Lys

Thr

Val

90

Asp

Ala

Val

Asp

Leu
170

Val

Arg

Leu

Ala

Leu

Glu

75

Ile

Phe

Leu

Glu

Asp
155

Ala

Arg

aaactcaggyg

ggtttegeat

acttteccgac

cggaaaggag

tgctggacga

tcgtageege

atcggtttgt

atgatgccga

ccctttggea

ctagggaacyg

taagctgatt
agccgacgtt
caagctggag
tcgtgetagy
tgcagccgag
agatcgcgat
ggtggaggac
ggacatcctg
gaaggacaaa

ctacgccaag

Ala Met Glu Thr Gln

Arg Glu Lys
30

Ala Gly Val
45

15

Gly Tyr

Ser Arg

Glu Leu Leu Leu Ala

60

Arg Ser Arg

Gln Gln Met

Ser Ile Ser

110

Ala Arg

Leu Asp
95

Leu Asp

Arg

Asp

140

Ala

Val

Asn

Glu

125

Met

Glu

Arg

Ser

Gly

Trp

Asp

Ser

Thr

Ile

Leu

Ile

Leu

175

Leu

Gln

Gly

Leu

160

Trp

Glu

60

120

180

240

300

360

420

480

540

600

612



